GO Enrichment analysis of the MLL Leukemia dataset of Armstrong et al., 2002

Analysis of the 250 genes that were found relevant according to the Simple Ranking (SR) method. Analysis was performed using DAVID web tool (http://david.abcc.ncifcrf.gov/).

	CATEGORICAL_SYSTEM
	TERM
	FULL_TERM
	COUNT
	PERCENTAGE
	PVALUE

	GOTERM_BP_ALL 
	RESPONSE TO PEST/PATHOGEN/PARASITE 
	RESPONSE TO PEST/PATHOGEN/PARASITE 
	38 
	17.5 
	2.71E-19

	GOTERM_BP_ALL 
	RESPONSE TO STRESS 
	RESPONSE TO STRESS 
	46 
	21.2 
	3.469E-17

	GOTERM_BP_ALL 
	RESPONSE TO BIOTIC STIMULUS 
	RESPONSE TO BIOTIC STIMULUS 
	69 
	31.8 
	8.04012E-13

	GOTERM_BP_ALL 
	DEFENSE RESPONSE 
	DEFENSE RESPONSE 
	64 
	29.5 
	4.97788E-11

	GOTERM_BP_ALL 
	CELLULAR PHYSIOLOGICAL PROCESS 
	CELLULAR PHYSIOLOGICAL PROCESS 
	96 
	44.2 
	2.82152E-10

	GOTERM_BP_ALL 
	RESPONSE TO WOUNDING 
	RESPONSE TO WOUNDING 
	21 
	9.7 
	3.30762E-10

	GOTERM_BP_ALL 
	RESPONSE TO EXTERNAL STIMULUS 
	RESPONSE TO EXTERNAL STIMULUS 
	73 
	33.6 
	5.21406E-10

	GOTERM_BP_ALL 
	RESPONSE TO STIMULUS 
	RESPONSE TO STIMULUS 
	77 
	35.5 
	7.56473E-10

	GOTERM_BP_ALL 
	INFLAMMATORY RESPONSE 
	INFLAMMATORY RESPONSE 
	16 
	7.4 
	1.55912E-08

	GOTERM_BP_ALL 
	IMMUNE RESPONSE 
	IMMUNE RESPONSE 
	57 
	26.3 
	1.76303E-08

	GOTERM_BP_ALL 
	CELLULAR PROCESS 
	CELLULAR PROCESS 
	124 
	57.1 
	2.01123E-08

	GOTERM_BP_ALL 
	INNATE IMMUNE RESPONSE 
	INNATE IMMUNE RESPONSE 
	16 
	7.4 
	6.45526E-08

	GOTERM_BP_ALL 
	HUMORAL IMMUNE RESPONSE 
	HUMORAL IMMUNE RESPONSE 
	13 
	6.0 
	8.28784E-07

	GOTERM_BP_ALL 
	REGULATION OF CELLULAR PROCESS 
	REGULATION OF CELLULAR PROCESS 
	28 
	12.9 
	1.77781E-06

	GOTERM_BP_ALL 
	RESPONSE TO CHEMICAL SUBSTANCE 
	RESPONSE TO CHEMICAL SUBSTANCE 
	15 
	6.9 
	3.26067E-06

	GOTERM_BP_ALL 
	CELL DEATH 
	CELL DEATH 
	20 
	9.2 
	4.46958E-06

	GOTERM_BP_ALL 
	DEATH 
	DEATH 
	20 
	9.2 
	5.20353E-06

	GOTERM_BP_ALL 
	CELL GROWTH AND/OR MAINTENANCE 
	CELL GROWTH AND/OR MAINTENANCE 
	76 
	35.0 
	5.99715E-06

	GOTERM_BP_ALL 
	APOPTOSIS 
	APOPTOSIS 
	19 
	8.8 
	7.32723E-06

	GOTERM_BP_ALL 
	PROGRAMMED CELL DEATH 
	PROGRAMMED CELL DEATH 
	19 
	8.8 
	8.03604E-06

	GOTERM_BP_ALL 
	XENOBIOTIC METABOLISM 
	XENOBIOTIC METABOLISM 
	8 
	3.7 
	1.44662E-05

	GOTERM_BP_ALL 
	RESPONSE TO XENOBIOTIC STIMULUS 
	RESPONSE TO XENOBIOTIC STIMULUS 
	8 
	3.7 
	1.94387E-05

	GOTERM_BP_ALL 
	ORGANISMAL PHYSIOLOGICAL PROCESS 
	ORGANISMAL PHYSIOLOGICAL PROCESS 
	64 
	29.5 
	1.94742E-05

	GOTERM_BP_ALL 
	REGULATION OF CELL PROLIFERATION 
	REGULATION OF CELL PROLIFERATION 
	14 
	6.5 
	2.25239E-05

	GOTERM_BP_ALL 
	CELL PROLIFERATION 
	CELL PROLIFERATION 
	31 
	14.3 
	5.1676E-05

	GOTERM_BP_ALL 
	DEVELOPMENT 
	DEVELOPMENT 
	42 
	19.4 
	5.20285E-05

	GOTERM_BP_ALL 
	CELL ORGANIZATION AND BIOGENESIS 
	CELL ORGANIZATION AND BIOGENESIS 
	24 
	11.1 
	5.58096E-05

	GOTERM_BP_ALL 
	CELL-CELL SIGNALING 
	CELL-CELL SIGNALING 
	19 
	8.8 
	0.000146477

	GOTERM_BP_ALL 
	CELL ADHESION 
	CELL ADHESION 
	21 
	9.7 
	0.000223837

	GOTERM_BP_ALL 
	CELL HOMEOSTASIS 
	CELL HOMEOSTASIS 
	7 
	3.2 
	0.000414551

	GOTERM_BP_ALL 
	RESPONSE TO ABIOTIC STIMULUS 
	RESPONSE TO ABIOTIC STIMULUS 
	15 
	6.9 
	0.00054702

	GOTERM_BP_ALL 
	HUMORAL DEFENSE MECHANISM (SENSU VERTEBRATA) 
	HUMORAL DEFENSE MECHANISM (SENSU VERTEBRATA) 
	8 
	3.7 
	0.000639277

	GOTERM_BP_ALL 
	ANTIMICROBIAL HUMORAL RESPONSE (SENSU VERTEBRATA) 
	ANTIMICROBIAL HUMORAL RESPONSE (SENSU VERTEBRATA) 
	7 
	3.2 
	0.00073298

	GOTERM_BP_ALL 
	CHEMOTAXIS 
	CHEMOTAXIS 
	8 
	3.7 
	0.000740505

	GOTERM_BP_ALL 
	TAXIS 
	TAXIS 
	8 
	3.7 
	0.000740505

	GOTERM_BP_ALL 
	ANTIMICROBIAL HUMORAL RESPONSE 
	ANTIMICROBIAL HUMORAL RESPONSE 
	7 
	3.2 
	0.000873006

	GOTERM_BP_ALL 
	HOMEOSTASIS 
	HOMEOSTASIS 
	7 
	3.2 
	0.00097723

	GOTERM_BP_ALL 
	PHYSIOLOGICAL PROCESS 
	PHYSIOLOGICAL PROCESS 
	170 
	78.3 
	0.001163284

	GOTERM_BP_ALL 
	NEGATIVE REGULATION OF CELL PROLIFERATION 
	NEGATIVE REGULATION OF CELL PROLIFERATION 
	8 
	3.7 
	0.001278811

	GOTERM_BP_ALL 
	REGULATION OF BIOLOGICAL PROCESS 
	REGULATION OF BIOLOGICAL PROCESS 
	54 
	24.9 
	0.001282275

	GOTERM_BP_ALL 
	CELL ION HOMEOSTASIS 
	CELL ION HOMEOSTASIS 
	6 
	2.8 
	0.001576398

	GOTERM_BP_ALL 
	ION HOMEOSTASIS 
	ION HOMEOSTASIS 
	6 
	2.8 
	0.001576398

	GOTERM_BP_ALL 
	RESPONSE TO OXIDATIVE STRESS 
	RESPONSE TO OXIDATIVE STRESS 
	5 
	2.3 
	0.001773501

	GOTERM_BP_ALL 
	OXYGEN AND REACTIVE OXYGEN SPECIES METABOLISM 
	OXYGEN AND REACTIVE OXYGEN SPECIES METABOLISM 
	6 
	2.8 
	0.001787361

	GOTERM_BP_ALL 
	MORPHOGENESIS 
	MORPHOGENESIS 
	27 
	12.4 
	0.001856512

	GOTERM_BP_ALL 
	CHROMOSOME ORGANIZATION AND BIOGENESIS (SENSU EUKARYA) 
	CHROMOSOME ORGANIZATION AND BIOGENESIS (SENSU EUKARYA) 
	10 
	4.6 
	0.002087891

	GOTERM_BP_ALL 
	DI-, TRI-VALENT INORGANIC CATION HOMEOSTASIS 
	DI-, TRI-VALENT INORGANIC CATION HOMEOSTASIS 
	5 
	2.3 
	0.002101377

	GOTERM_BP_ALL 
	NUCLEAR ORGANIZATION AND BIOGENESIS 
	NUCLEAR ORGANIZATION AND BIOGENESIS 
	10 
	4.6 
	0.002337858

	GOTERM_BP_ALL 
	HETEROPHILIC CELL ADHESION 
	HETEROPHILIC CELL ADHESION 
	7 
	3.2 
	0.002402074

	GOTERM_BP_ALL 
	CELL COMMUNICATION 
	CELL COMMUNICATION 
	63 
	29.0 
	0.00264287

	GOTERM_BP_ALL 
	RNA CATABOLISM 
	RNA CATABOLISM 
	4 
	1.8 
	0.002928521

	GOTERM_BP_ALL 
	METAL ION HOMEOSTASIS 
	METAL ION HOMEOSTASIS 
	5 
	2.3 
	0.003099431

	GOTERM_BP_ALL 
	CELL MOTILITY 
	CELL MOTILITY 
	12 
	5.5 
	0.003388735

	GOTERM_BP_ALL 
	HEMOCYTE DEVELOPMENT 
	HEMOCYTE DEVELOPMENT 
	3 
	1.4 
	0.003889616

	GOTERM_BP_ALL 
	ORGANOGENESIS 
	ORGANOGENESIS 
	22 
	10.1 
	0.004406042

	GOTERM_BP_ALL 
	CELLULAR DEFENSE RESPONSE 
	CELLULAR DEFENSE RESPONSE 
	6 
	2.8 
	0.004943489

	GOTERM_BP_ALL 
	DETECTION OF PEST/PATHOGEN/PARASITE 
	DETECTION OF PEST/PATHOGEN/PARASITE 
	3 
	1.4 
	0.004961246

	GOTERM_BP_ALL 
	HEMOCYTE DIFFERENTIATION (SENSU ARTHROPODA) 
	HEMOCYTE DIFFERENTIATION (SENSU ARTHROPODA) 
	3 
	1.4 
	0.004961246

	GOTERM_BP_ALL 
	ANTI-APOPTOSIS 
	ANTI-APOPTOSIS 
	6 
	2.8 
	0.007338568

	GOTERM_BP_ALL 
	CATION HOMEOSTASIS 
	CATION HOMEOSTASIS 
	5 
	2.3 
	0.007503598

	GOTERM_BP_ALL 
	NEGATIVE REGULATION OF APOPTOSIS 
	NEGATIVE REGULATION OF APOPTOSIS 
	6 
	2.8 
	0.008625773

	GOTERM_BP_ALL 
	DEFENSE RESPONSE TO FUNGI 
	DEFENSE RESPONSE TO FUNGI 
	3 
	1.4 
	0.008881194

	GOTERM_BP_ALL 
	NEGATIVE REGULATION OF PROGRAMMED CELL DEATH 
	NEGATIVE REGULATION OF PROGRAMMED CELL DEATH 
	6 
	2.8 
	0.00897047

	GOTERM_BP_ALL 
	IMMUNE CELL CHEMOTAXIS 
	IMMUNE CELL CHEMOTAXIS 
	3 
	1.4 
	0.01205254

	GOTERM_BP_ALL 
	IMMUNE CELL MIGRATION 
	IMMUNE CELL MIGRATION 
	3 
	1.4 
	0.01205254

	GOTERM_BP_ALL 
	RESPONSE TO FUNGI 
	RESPONSE TO FUNGI 
	3 
	1.4 
	0.013797057

	GOTERM_BP_ALL 
	CELLULAR MORPHOGENESIS 
	CELLULAR MORPHOGENESIS 
	7 
	3.2 
	0.016514833

	GOTERM_BP_ALL 
	DETECTION OF BIOTIC STIMULUS 
	DETECTION OF BIOTIC STIMULUS 
	3 
	1.4 
	0.017590018

	GOTERM_BP_ALL 
	RESPONSE TO BACTERIA 
	RESPONSE TO BACTERIA 
	4 
	1.8 
	0.018094401

	GOTERM_BP_ALL 
	CELL DIFFERENTIATION 
	CELL DIFFERENTIATION 
	8 
	3.7 
	0.018142272

	GOTERM_BP_ALL 
	DNA METABOLISM 
	DNA METABOLISM 
	15 
	6.9 
	0.019572262

	GOTERM_BP_ALL 
	IRON ION HOMEOSTASIS 
	IRON ION HOMEOSTASIS 
	3 
	1.4 
	0.019633108

	GOTERM_BP_ALL 
	CELL ACTIVATION 
	CELL ACTIVATION 
	5 
	2.3 
	0.022876851

	GOTERM_BP_ALL 
	IMMUNE CELL ACTIVATION 
	IMMUNE CELL ACTIVATION 
	5 
	2.3 
	0.022876851

	GOTERM_BP_ALL 
	REGULATION OF CELL CYCLE 
	REGULATION OF CELL CYCLE 
	11 
	5.1 
	0.026938199

	GOTERM_BP_ALL 
	IRON ION TRANSPORT 
	IRON ION TRANSPORT 
	3 
	1.4 
	0.028722683

	GOTERM_BP_ALL 
	TRANSITION METAL ION HOMEOSTASIS 
	TRANSITION METAL ION HOMEOSTASIS 
	3 
	1.4 
	0.031211959

	GOTERM_BP_ALL 
	DNA MODIFICATION 
	DNA MODIFICATION 
	3 
	1.4 
	0.03378318

	GOTERM_BP_ALL 
	REGULATION OF APOPTOSIS 
	REGULATION OF APOPTOSIS 
	8 
	3.7 
	0.037091733

	GOTERM_BP_ALL 
	REGULATION OF PROGRAMMED CELL DEATH 
	REGULATION OF PROGRAMMED CELL DEATH 
	8 
	3.7 
	0.038363701

	GOTERM_BP_ALL 
	DEFENSE RESPONSE TO BACTERIA 
	DEFENSE RESPONSE TO BACTERIA 
	3 
	1.4 
	0.041965486

	GOTERM_BP_ALL 
	SIGNAL TRANSDUCTION 
	SIGNAL TRANSDUCTION 
	47 
	21.7 
	0.043002145

	GOTERM_BP_ALL 
	INDUCTION OF POSITIVE CHEMOTAXIS 
	INDUCTION OF POSITIVE CHEMOTAXIS 
	2 
	.9 
	0.047554129

	GOTERM_BP_ALL 
	POSITIVE CHEMOTAXIS 
	POSITIVE CHEMOTAXIS 
	2 
	.9 
	0.047554129

	GOTERM_BP_ALL 
	POSITIVE REGULATION OF POSITIVE CHEMOTAXIS 
	POSITIVE REGULATION OF POSITIVE CHEMOTAXIS 
	2 
	.9 
	0.047554129

	GOTERM_BP_ALL 
	REGULATION OF POSITIVE CHEMOTAXIS 
	REGULATION OF POSITIVE CHEMOTAXIS 
	2 
	.9 
	0.047554129

	GOTERM_BP_ALL 
	HEMOPOIESIS 
	HEMOPOIESIS 
	4 
	1.8 
	0.049343312

	GOTERM_BP_ALL 
	CELL-CELL ADHESION 
	CELL-CELL ADHESION 
	8 
	3.7 
	0.051104991

	GOTERM_BP_ALL 
	GAS TRANSPORT 
	GAS TRANSPORT 
	3 
	1.4 
	0.057032992

	GOTERM_BP_ALL 
	OXYGEN TRANSPORT 
	OXYGEN TRANSPORT 
	3 
	1.4 
	0.057032992

	GOTERM_BP_ALL 
	POSITIVE REGULATION OF CELL PROLIFERATION 
	POSITIVE REGULATION OF CELL PROLIFERATION 
	5 
	2.3 
	0.057968709

	GOTERM_BP_ALL 
	NEUTROPHIL CHEMOTAXIS 
	NEUTROPHIL CHEMOTAXIS 
	2 
	.9 
	0.059086957

	GOTERM_BP_ALL 
	POSITIVE REGULATION OF CHEMOTAXIS 
	POSITIVE REGULATION OF CHEMOTAXIS 
	2 
	.9 
	0.059086957

	GOTERM_BP_ALL 
	REGULATION OF CHEMOTAXIS 
	REGULATION OF CHEMOTAXIS 
	2 
	.9 
	0.059086957

	GOTERM_BP_ALL 
	CELL CYCLE 
	CELL CYCLE 
	16 
	7.4 
	0.062052081

	GOTERM_BP_ALL 
	NEUROGENESIS 
	NEUROGENESIS 
	10 
	4.6 
	0.064148062

	GOTERM_BP_ALL 
	G-PROTEIN SIGNALING, COUPLED TO IP3 SECOND MESSENGER (PHOSPHOLIPASE C ACTIVATING) 
	G-PROTEIN SIGNALING, COUPLED TO IP3 SECOND MESSENGER (PHOSPHOLIPASE C ACTIVATING) 
	4 
	1.8 
	0.08177955

	GOTERM_BP_ALL 
	PHOSPHOINOSITIDE-MEDIATED SIGNALING 
	PHOSPHOINOSITIDE-MEDIATED SIGNALING 
	4 
	1.8 
	0.084051349

	GOTERM_BP_ALL 
	TRANSITION METAL ION TRANSPORT 
	TRANSITION METAL ION TRANSPORT 
	3 
	1.4 
	0.087940173

	GOTERM_BP_ALL 
	CELL SURFACE RECEPTOR LINKED SIGNAL TRANSDUCTION 
	CELL SURFACE RECEPTOR LINKED SIGNAL TRANSDUCTION 
	25 
	11.5 
	0.09359323

	GOTERM_BP_ALL 
	APOPTOTIC PROGRAM 
	APOPTOTIC PROGRAM 
	3 
	1.4 
	0.095361582


